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SEC1 YDR164C bud neck, bud tip, HHfix Seclp/Munc-18 7 7 3 V) —
SEC2 YNL272C bud neck, bud tip, HifZE 77 =v 27 viF FEHRETF (for Secd)
SEC3 YER008C bud neck, bud tip, exocyst 7 VA VEERY T2y b
SEC4 YFL005W s/, FI bud site Rab 77 3V —{ESTRG 2 v 27H
SEC5 YDR166C bud neck, bud tip, exocyst =7V A VEEEY T2 =y b
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Summary

Yeast is a eukaryotic organism. Human have utilized yeast for fermentation since ancient times. So,

yeast is a familiar and useful microorganism. On the other hand, yeast is also a useful microorganism for

biology (molecular biology and cell biology). There are two advantages to using yeast. The first is ease

of culture. The second is commonality of intracellular structure between yeast and human. Therefore,

yeast has been utilized for scientific study as a model eukaryotic organism. Comparing with prokaryotic
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organisms, eukaryotic organisms contain complicated intracellular structures. The inside of eukaryotic
cells is composed of several organelles such as the nucleus, mitochondria, endoplasmic reticulum, Golgi
apparatus, lysosomes, etc. and cytoplasm. Proteins must be synthesized correctly and transported to
appropriate organelles for normal function of each organelle. Therefore, studies on protein synthesis,
transport and degradation have been performed actively. In this review, I would like to introduce and

discuss intracellular protein transport and endoplasmic reticulum-associated degradation.

Key words: Yeast, Intracellular protein transport, SEC genes, VPS genes, Endoplasmic reticulum-

associated degradation



