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The expression and function of C26nT1 in ovarian carcinoma cells
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In this study, we investigated the expression and function of core 2 3 1-6
N-acetylglucosaminyl transferase 1 (C26nT1), which forms a core 2 branched structure on O-glycan, in
ovarian cancer.
Immunohistochemical staining revealed that the increased expression of C2GnT1 was observed in clear
cell carcinoma and mucinous carcinoma, known as treatment-resistant types of ovarian carcinoma. The
WST-1 assay demonstrated that the increased expression of C26nT1 facilitates proliferation in
several ovarian carcinoma cell lines. In addition, C26nT1 accelerates the migration and invasion in
several cell lines. These results suggest that C2GnT1 is involved in the elevation of malignant
potential in ovarian carcinoma cells and is a promising molecule as a novel therapeutic target.
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