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Elucidation of the molecular mechanism of hepatic encephalopathy and development
of innovative treatment by intestinal bacterial flora profiling
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We investigated the composition of the gut microbiota in decompensated liver

cirrhosis patients undergoing living donor liver transplantation and its relationship to the
preoperative and postoperative course. We reported that the composition of the patients differed
significantly from that of liver donors, and that portal venous pressure in the patients showed a
significant positive correlation with phylum Bacteroidetes and fecal propionate levels. We also
reported that the total bile acid, TCDCA, and GCDCA levels in the patients were significantly higher

in serum bile acid analysis (all p<0.001), and that these values showed a significant positive
correlation with the MELD score (p=0.022, p=0.023, and p=0.0087, respectively). We will continue to
analyze the changes in bacterial flora before and after liver transplantation surgery and their
clinical significance.
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