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siRNA down-regulation of FGA mRNA in HepG2 cells demonstrated that heterozygous
abnormality of the Aa-chain gene does not affect the plasma fibrinogen level
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BF D Fog JIEMEZ SRR L7 & 2 A, 150 mg/dl L FIEFIIX FGA T 6.3%. FGB
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ZDOX D RBEDORE REIL, MBOEBERLE ST LD THoT,

NIRRT R 25 42 9 A 11 BICER « BIEDIFN 3L OHFEDO L & T
bivle, FESOFHIZ MEHE | ICRIFEOMK 2Rk XS g 2%, 48 -/l
B DHEAERE 8 5D X 5 WHEEZITV, INEITMAREY TH L Z & 2R L.
AR ORFER EZOHINCE L THomifz A L TnD L0 L3RG L7,

ULk, 4, BT 8L TRmXEF GRS E L TUMEDR 5 b D &R T,




